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Abstract:

This study was conducted to determine the genetic diversity of Shamii cattle
compared to Friesian, Using the Intra simple sequencing repeats (ISSR) by
the primer (AGC)6C. Blood samples were drawn from 13 cows (9 Shamii and
4 Friesian). DNA Isolated from blood. PCR products showed 27 different
bands with lengths ranging from 158 to 1030 bp in the two strains. Parameters
of genetic variance, including the effective number of alleles, Shannon index,
and genetic diversity were estimated and the genetic matrix was calculated.
Dendogram was drawn. The Shannon coefficient (I-index) values ranged
between (0-0.69), with a mean of 0.54, and genetic diversity (h) ranged
between (0-0.5) and with a mean of 0.36, as for the number of active alleles
(ne) it ranged between (1- 1.988), with a mean of 1.62. The value of the
average polymorphic informatics content (PIC) for Shami cows was (0.4479)
and for Friesian cows (0.4966). The results of the genetic matrix and
dendrogram showed that (AGC)6C microsatellite is reliable and can be used
in the study of genetic diversity; Where it separated the two breeds of Shami
cows and Friesian cows.

Keywords: Shamii cattle, ISSR, (AGC)6C, genetic fingerprinting
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